












Figure 2: Manhattan plots for RR and TP approaches on days 1 and 20. (A,B) Manhattan
plots for RR approach on days 1 and 20, respectively. (C,D) Manhattan plots for TP
approach on days 1 and 20, respectively.|! | is shown on they-axis. Statistically signiÞcant
SNPs are highlighted in red (p < 1 ! 10!4 ).
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Figure 3: Heatmap showing time-specific QTL. A subset of significant QTL identified with
RR approach are pictured. The x-axis indicates the days of imaging and the y-axis shows
the chromosome and intervals for the QTL. For each QTL, the most significant SNP within
the interval at each time point were selected. The grey color scale indicates a non-significant
association, while the red color scale indicates a statistically significant association (p <
1⇥ 10�4).
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